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RAW SEQUENCE LISTING DATE: 11/20/2000 

PATENT APPLICATION: US/ 09/6 99 , 6 52 TIME: 20:20:55 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\11202000\l699652.raw 

•2 <110> APPLICANT: Cahooi), Edgar B. 

.3 Cahooii/ Rebecca E. 

4 Kinney, Anthony J. 

5 Rnfalski/ J. Antoni 

7 <120> TITLE OF INVENTION: TKIACYLGLYCEROL LIPASES 

9 <130> FILE REFERENCE: BB1168 US NA 
C--> 11 <140> CURRENT APPLICATION NUMBER: US/09/699,652 

€--> 12 <14i> CURRENT FILING DATE: 2000-10-30 

:i.4 <150> PRIOR APPLICATION NUMBER: 6 0/08 3, 6fi 8 

15 <.151> PRIOR FILING DATK : 1988-04-30 

17 <150> PRIOR APPLICATION NUMBER: PCT/US99/09 200 

18 <151> PRIOR FILING DATE: 1999-04-29 
20 <160> NUMBER OF, SEQ ID NOS : 36 

22 <.'170> SOFTWARE: Microsoft OTf i.ce 9 7 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 7 51 

26 <212> TYPE: DNA 

27 <2J3> ORGANISM: Zea m:jys 

29 <4 00> SEQUENCE: 1 

30 t^caccjagatc accggcaaga actactgcct caacagctcc gccgtcgacg tcttcctcaa 60 

31 gtacgagccc cagccqacct: ccaccaaaac catggtccac ttcgctcaaa ccgtgcgc9a 120 

32 cggcgLgctg accaagtacg actacgtgct gccggarjcgg aacatcgcca gctacggcca 180 

33 ggcccjagccg ccggLgtacc ggatgtccgg catcccgccg agcttcccgc tcttcctcag 24 0 

34 ctacggcggc cgggactcgc tcgccgaccc cgccgacgtg cgcctcctcc tgcaggacct 300 

35 ccggggccac gaccaggaca agctcacggt gcagtaccty gacaagttcg cgcacctcga 360 

3 6 ctt:cat:catc ggcgtctycg ccaaygacta cgtctacaag gacatgatcg actt:cctaaa 4 20 

37 ccgctCcaac tagtactagc atatatattt get tea a teg gtgtegtctt eageceeagc 480 

38 aqgattagae aaaaaaaggg ggggacactg cagctcgtaa acgttgtcca tacagattiat 540 

39 cagaggtgaa aaccatacat gatgtaattt agcattagat agttaaaaca tggagctgcc 600 

4 0 tcagtatgga ggattgLcaa cLactctcca tcacagcagt aggtgtgatg Lagaagagtg 6 60 

41 atLgtcacac tgLgtgtgtt gcaaatttgc aacacagtga ttactaatat aaaaaatact 720 

42 cttgagttaa aaaaaaaaaa aaaaaaaaaa a 751 
44 <210> SEQ ID NO: 2 

4 5 <211> LENGTH: 14 3 

4 6 <212> TYPE: PRT 

4 7 <213> ORGANISM: Zea mays 

4 9 <4 00> SEQUENCE: 2 

50 His Glu He Thr Gly Lys Asn Tyr Cys Leu Asn Ser Ser Ala Val Asp 

51 I 5 10 15 

53 Val Phe Leu Lys Tyr Glu Pro G.l n Pro Thr Ser Thr Lys Thr Met Val 

54 20 25 30 

56 His Phe Ala Gin Thr Val Arg Asp Gly Val Leu Thr Lys Tyr Asp Tyr 

57 35 40 45 ' 

59 Val Leu Pro Glu Arg Asn He Ala Ser Tyr Gly Gin Ala Glu Pro Pro 

60 50 55 60 

62 Vai Tyr Arg Met Ser Gly He Pro Pro Ser Phe Pro Leu Phe Leu Ser 

63 65 70 75 80 
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RAW SEQUENCE LISTING DATE: 1I/2G/200O 

PATENT APPLICATION: US/09/699,6 52 TIME: 20:20:55 

Input: Sot : A:\Pto.amc 

Output Set: N:\CRF3\11202000\I699652.raw 

6 5 Tyr Gly Gly Arg Asp Ser Leu Ala Asp Pro Ala Asp Val Ary Leu Leu 

66 8 5 90 9 5 

6 8 Leu G].n Asp Leu Arg Gly His Asp Gin Asp Lys Leu Thr Val Gin Tyr 
69 100 105 110 

71 Leu Asp Lys Phe Ala ills Leu Asp Phe He lie Gly Val Cys Ala Lys 

72 115 12 0 .125 

7 4 Asp Tyr Val Tyr Lys Asp Met He Asp Phe Leu Asa Arg Phe Asn 
75 130 135 140 

77 <210> SEQ ID NO: 3 
7B <211> LENGTH: 64 7 

79 <212> TYPE: DNA 

80 <213> ORGANISM: Catalpa sp , 

8 2 <400> SEQUEN(:E: 3 

8 3 ttatctttna gyagatiattt ttgtttgaat gctccccccg ttgagctttt tgtggaaaat 6 0 
84 taccctccat cttccgtgaa ttgagaoccc tgtccatatg gctcaaactg tccgatatgg 12 0 
8 5 gatcctaccc aaatacgact acggcaatcc cagcttcaac ttggeccatt atggtgaatc 18 0 
8 6 cagacctccc gtttacgatt tatccaagat tcccctcgac attccgctct tcctaagcta 240 
B7 tggaggacaa gatgcattgt cggatgtitaa ggatgtcgag acattgctcg atagtctcaa 3 00 
8 8 gttacacgat gtggataagc tgcatgtgca gtatatcaag gattatgctc atgccgactt 36 0 

8 9 cattatcgga gttactgcaa aagatatagt ttataatcag attgtaactt ttttcagaaa 420 

90 ccaggcttgci gaggttcttg attttggagt gcttttgctg tgagaatgca acagcttgtt 480 

91 ccactcLtgL Lgaatgtgaa taagccattL ccgagagatt: taatggctgg taaagcttat 54 0 

9 2 tagtttactc atagatacat gtaagaagca acccgataca tagtttgaat cctttatcte 60 0 
93 gaaaaggtat tgcatctoct cttctacgtc aaaaaaaaaa aaaaata 647 
9 5 <210> SEQ ID NO: 4 

9 6 <211> LENGTH: 116 
97 <2;l2> TYPE: PRT 

9B <2.13> ORGANISM: Catalpa sp . 

10 0 <4 00> SEQUENCE: 4 



101 


He 


Glu 


Thr 


Pro 


val 


His 


Met 


Ala 


Gin 


Thr 


Val 


Arg 


Tyr 


Gly 


He 


Leu 


102 


1 








5 










10 










.15 




1 04 


Pro 


Lys 


Tyr 


Asp 


Tyr 


Gly 


Asn 


Pro 


Ser 


Phe 


Asn 


Leu 


Ala 


His 


Tyr 


Gly 


10 5 








20 










25 










30 






107 


Glu 


Scr 


Arg 


Pro 


Pro 


Val 


Tyr 


Asp 


Leu 


Ser 


Lys 


He 


Pro 


Leu 


Asp 


He 


10 8 






35 










4 0 










45 








110 


Pro 


Leu 


Phe 


Leu 


Ser 


Tyr 


Gly 


Gly 


Gin 


Asp 


Ala 


l^eu 


Ser 


Asp 


Val 


Lys 


111 




50 










55 










60 










113 


Asp 


Val 


Glu 


Thr 


Leu 


Leu 


Asp 


Ser 


Leu 


Lys 


Le u 


His 


Asp 


val 


Asp 


Lys 


:i ].4 


65 










7 0 










75 










80 


116 


Leu 


Hi.s 


Va I 


Glri 


Tyr 


He 


Lys 


Asp 


Tyr 


Ala 


His 


Ala 


Asp 


Phe 


He 


He 


117 










05 










9 0 










95 




119 


Gly 


Val 


Thr 


Ala 


Lys 


Asp 


He 


Val 


Tyr 


Asn 


Glu 


He 


Val 


Thr 


Phe 


Phe 


120 








100 










105 










110 






122 


Arg 


Asn 


Gin 


Ala 


























123 






115 





























125 <210> SEQ ID NO: 5 

126 <211> LENGTH: 705 
12 7 <212> TYPE: DNA 

12 8 <213> ORGANISM: Catalpa sp.' 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/699,652 



DA'XE: .11/20/2000 
TIME: 20:20:55 



Input: SiSt : 
Output Set: 



A: \Pto . amc 

N:\CRF3\11202000\I699652 .raw 



W--> 

w--> 



130 
131 
132 
13 4 
135 
136 

13 8 
139 
140 

14 2 
143 
144 
14 6 
14 7 

14 8 

15 0 
151 
152 
154 
155 
156 
157 

15 8 
159 

16 0 
161 
16 2 
163 
164, 
165 
166 

16 8 
.16 9 
170 
171 

17 3 
174 
175 
17 7 

17 8 
180 
181 
183 

18 4 
186 
187 
189 

19 0 
192 



<22 0> C'EATURE: 
<2 21> NAME/KEY; 
<22 2> LOCATION: 
<220> FEATURE: 
<221> NAl-lE/KEY: 
<222> LOG AT i ON: 
<220> FEATURE: 
<2 21> WAME/KEV: 
<22 2> LOCATION: 
<220> f-'EATEJP-E: 
<221> HMAB/KBY: 
<2 22> LOCATION: 
<220> FEATURE: 
<221> HMAB/KEY: 
<22 2> LOCATION: tf.{^A\ ^ 
<220> FfjATURE: 
<2 21> NAl-lE/KEY: 
<222> LOCATION: 
<4 0 0> SEQUENCE: 5 

9cac9a(jcca acaycttcct aaatttagct cLtctaatcc 
ctacctcatc aatcattcgc ctccaycct-jc cgccqttttc 
ctticcgccgg acggcgtt.tg ctccaccgcc gtaacLgtac 
tttgaagtaa cgact.gatga tggctatata ttaagcgtgc 
gccggaygag gagggccgaa gcggccgccy gtitctgctgc 
gggatqact]t: ggctg^tgaa tggaccggaa caatctttgg 
gcjgttogacg tctggatttc taacaLaaga ggaactaggt 
ctLgatccta ccgatcctga atattgggat tgggcatggg 
cttaccatcc ctgatcgagt tagtggtcag acaaacgggt 
g'c a a~tcca t y g g g a a c ttt a" "n ta gc tt t gg g a tc a c 1 1 1 1 



unsu re 
( 526) 

unsure 
(561) 

unsu re 
(585) 

unsure 
(593) 

unsure 
( 664 ) 

unsure 
( 679) 



gggtaaatcg gctgtatgtjft aagccaatlg gctaacgagt 
ttgnctagca gatccttgnt ggggaacaca cgatcttggc 

<2T05'"SFQ"rif"NO : 6 

<211> LENGTH: 157 

<212> TYPE: PRT 

<213> ORGANISM: Catalpa sp. 

<400> SEQUENCE: 6 

Ala Arg Ala Asn Ser Phe Leu Asn Leu Ala Leu 

1 5 10 

Leu Ser Leu Leu Leu Pro His Gin Ser Phe Ala 

20 25 
Phe Leu Pro Gin Asn Asp Val Val Leu Pro Pro 

35 - 40 
Thr Ala val Thr Val His Gly Tyr Lys Cys Gin 

50 55 
Thr Asp Asp Gly Tyr Tie Leu Ser Val Gin Arg 
55 70 75 

Ala Gly Gly Gly (Uy Pro Lys Arg Pro Pro Val 

85 90 
Val Leu Val Asp Gly Met Thr Trp Leu Val Asn 



ttctctcatt 
ttccgcagaa 
acggtLataa 
agaggattct 
aacat:ggggt 
cgatgatatt 
tLtagtcgtcg 
acgat^tgg 
cagaanacac 
agganggaaa 
catatgcaac 
^rtgog^ 



a tcactactc 
tgatgtcgtt 
atgccaagaa 

gg^gggccgg 
tcttqtggac 
ggotgacaat 
t:ca tgtcagc 
tgacccacqa 
^^tacatagg 
cangttgg^a 
tgctctcgag 



60 
120 
18 0 
240 
300 
360 
4 20 
4 80 
54 0 

e'oo 

6 60 
705 



Leu lie Leu Leu ser 
15 

Ser Ser Arg Arg Arg 
30 

Asp Gly Val Cys Ser 
4 5 

Giu Phe Glu Val Thr 
60 

lie Leu Glu Gly Arg 
80 

Leu Leu Gin [fis Gly 
95 

Gly Pro Glu Gin Ser 
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RAW SEQUENCE LISTING DAIE: .11/2 0/2000 

PATENT APPLICATION: US/09/699,652 TIME: 20:20:55 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\11202000\I699652.raw 

193 100 105 110 

195 Leu Ala Met lie Leu Ala Asp Asn Cly Pbe Asp Val Trp lie Ser Asn 

196 ;115 120 125 

198 Tie Ary Gly Thr Arg Phe Ser Arg Arg His Val Ser Leu Asp Pro Thr 

199 130 135 140 

201 Asp Pro Clu Tyr Trp Asp Trp Ala Trp Asp Asp Leu Gly 

202 14 5 150 155 
204 <210> HKO ID NO: 7 

2 05 <211> LhJNGTH: 8 59 

2 06 <212> TYPE: DNA 

207 <213> ORGANISM: Zea mays 

20 9 <220> FEATURE: 

2.10 <221> NAME/KEY: unsure 

211 <222> LOCATION: (46) ^ 

213 <220> FEATURE: 

214 <221> N^U^IE/KEV; unsure 

215 <22 2> LOCATION: (231) 

217 <400> SEQUENCE: 7 / 
W--> 218 aaagcaaaca acggcggaca tggtgcgcccaggaaaagcg cttgcngcgc _cccagctcct 60 

219 c c t c c 1 0 g t y t tree tctg c c tccTagccgq tggagcccgc qcatccecgc ccacagacgc 12 0 

220 gctaccjccqc gtctccccgc gcycggyggc cgcjtggcctc tgccaycagc tyctcctgcc 180 
W - - > 2 21 qcaqqt tacc cgtgcaccgagcacac£gt:t caaacggatg a tggctttct:„nttgtctctt_24 0 

2 22 cagcatattc cacatggcag aaatgyaatt gcagataata ctggacctcc agtttttctt 300 
223 cagcacggtc btttccaggy tggagataca tggttcataa actccaatga acaatcactt 360 
2 24 ggatatatcc ttgctgacaa tgyttttgaL gtttgggteg gaaatgttcg tggcacacyt 4 20 

22 5 tggagtaaag gccactctac tctctctgtt catgataagc ttttctgcjga ttggagttgg 4 80 

226 caagaccttg ctgaatacga cgttttggca atgttaagct atgtatatac agttgcacag 540 

227 tccaaaattt tgtatgtggg acattcacag ggaactatca tgygtttggc tgcgtttaca 600 

228 atgcctgaaa cagtaaagat gataagctct gctgcgcttc tttgtcccat ttettacctt 660 

229 gatcacgtca gtgctagttt tgttcttaga gcagttgcca tgcatcttga tgagatgcLt 720 

230 gttattatgg gcatccatca gttgaacttc cggagcgat:a tc]ggtgtaca gatattagat 780 
23.1 tcgctgtgcg atgatgaaca tttggactgc aacgatctgt tatcttcaat aacagtcaaa 840 
232 actgttgttc aatcatctc 859 
234 <210> SEQ ID NO: 8 

23 5 <211> LENGTH: 2 86 

236 <2i2> TYPE: PRT 

237 <213> ORGANISM: Zea mays 
2 39 <22 0> FEATURE: 

24 0 <221> NAME/KEY: UNSURE 
241 <22 2> LOCATION: (16) 

243 <400> SEQUENCE: 8 ^ 
W--> 244 Lys Ala Asn Asn Gly Gly His Gly Ala Pro Arg Lys Ser Ala Cys xaa 

245 1 5 10 15 

247 Ala Pro Ala Pro Pro Pro Arg Val Pro Leu Pro Pro Ser Arg Trp Ser 

248 20 25 30 

2 50 Pro Arg lie Pro Ala His Arg Arg Ala Ttir Pro Arg Leu Pro Ala Arg 
2 51 3 5 - 40 4 5 

2 53 Gly Gly Arg Trp Pro Leu Pro Ala Ala A.la Pro Ala Ala Gly Tyr Pro 
254 50 55 60 
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RAW SEQUENCE LISTING DATE: .11/20/2000 

PATENT APPLICATION: US/ 09/6 9 9 , 6 52 TIME: 20:20:55 



TnpuL Set : A:\Pto.amc 

Output Set: N:\CRF3\11202000\l699652.raw 



256 


Cys Thr Glu I-!:Ls 


Thx' Val 


Gin 


Thr 


As p 


Asp 


Gly 


P h e 


Leu 


Leu 


Sec 


Lt;u 


257 


b 5 


7 0 










/ D 










o u 


25 9 


LJ^ri Tlj\ T^.^ys 

yj Li) HIS .1 lii Pro 


His Gly 


A r<i 


Asn 


Gly 


1 j.e 


A 1 -1 


As p 


Asn 


1 hr 


X V 


Pro 


2 6 0 




8 5 








y u 














2 g 9 


I J.U vcix I lie Leu 


Gin His 


vii ry 


Leu 




Gin 


r 1 V/ 
Ltiy 


Lily 


sp 


Thr 


Trp 


e 


2 6 3 


100 








105 










1 1 A 

1 .1. u 






T c; 

zoo 


1 le Asn Ser Asn 


Glu Gin 


Ser 


Leu 


vj.i y 


ryr 


J. .L e 


Leu 


Ala 


Asp 


Asn 


Gly 


26 6 


.1 1 5 






120 










125 








2 6 8 


P he Asp Val T'lrp 


Val Ca 1 y 


Asn 


Val 


Arg 


Gly 


'Til f 

J. J j.r 


Ary 


Trp 


Se?.' 


Lys 


Lj .l y 


269 


13 0 




135 










J. 4 u 










2 71 


His Se.r Thr Leu 


Ser Vai 


His 


Asp 


Lys 


Leu 


i^ne 


Trp 


Asp 


Trp 


Ser 


Trp 


27 2 


.1.4 .) 


150 










15 5 










X 0 u 


274 


Gin Asp Le u A .1 a 


Glu T y r 


Asp 


Va 1 


Leu 


r\La 


Met 


Leu 


Se.r 


Tyr 


va.i 


Tyr 


27 5 




16 5 








170 










17 5 




'21 1 


rnVi r* \Tn 1 All /'"''In 

inr Vai A.i,a ox 11 


Ser Lys 


lie 


Leu 


Tyr 


vai 




His 


Ser 


Gin 


Gl V 


T ir 


2 7 B 


180 








18 5 










1 Q A 

.1 y u 






2 00 


lie Met Gly Leu 


Ala Ala 


p he 




Me t 


Pi*o 


rill 


ir 


Val 


Lys 


Met 


X xe 


2 81 


195 






200 










one, 

Z U D 








2 8 3 


Se.r Ser Ala Ala 


Leu Leu 


cys 


p.ro 


Tie 


Ser 


y r 




ASp 


His 


V tJ J. 


Ser 


2 8 4 


210 




215 










220 










JL, D t3 


Ala Ser; Phe Val 


Leu Arg 


Ala 


V a.L 


A. a 


Mb 




]^eu 


Sp 


Glu 




.eu 


'28 7 


225 


230 




















24 0 


28 9 


Vai Tie Met Gly 


lie His 


Gin 


Leu 


Asn 


Pne 


Ar^ 


Se.r 


Asp 


Met. 


oiy 


vax 


29 0 




245 








250 










255 




29 2 


Gin lie Leu Asp 


Ser Leu 


Cys 


Asp 


Asp 


("In 


H.IS 


...eu 




Cys 


Asn 


Asp 


29 3 


26 0 








26 5 










2 70 






29 5 


Leu Leu Ser Ser 


lie Thr 


Val 


Lys 


Thr 


Va 1 


va 


Gin 


Ser 


Ser 






2 9 6 


275 






O Q 










''8 5 








2 9 8 


<210> Sm ID MO 


9 






















2 9 9 


<211> LENGTH: 5 09 






















300 


<2I2> TYPE; DNA 
























301 


<213> ORGANISM: 


Zea mays 




















303 


<220> FEATURE: 
























3 04 


<221> NAJ4E/KEY : 


unsure 






















3 0 5 


<2 22> LOCATION: 


(162) 






















T n 7 


<2 20> FEATURE: 
























308 


<2 21> NAME/KEY: 


unsure 






















309 


<222> LOCATION: 


( 277) 






















311 


<220> FEATURE: 
























312 


<2 21> NAME/KEY: 


unsure 






















3.13 


<2 22> LOG AT. TON; 


(284) 






















315 


<2 20> FEATURE: 
























316 


<2 21> NAJ4E/KEY; 


unsure 






















317 


<222> LOCATION: 


(290) 






















3.19 


<2 20> FEATURE: 
























320 


<221> NAME/KEY: 


u n s u re 






















321 


<222> LOCATION: 


(295) 






















323 


<220> FEATURE: 
























324 


<2 21> NAME/KEY; 


u nsu.re 























..f^ , - 

Please Note: 

Use of n and/or Xaa have been detected in the Siequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/6 99,6 52 



OATli; : 
TIMt: : 



;i 1/2U/2000 
20 : 20 : 56 



Input: Set : 
OutpuL Set: 



A: \Pto . amc 

N:\CRF3\il20 20 00\I6 9965 2 .raw 



:I1 M:270 C: 
:12 M:271 C: 
:163 M;258 W 
: 163 iM: 3^0 W 
:16A M:258 W 
: 34 0 Kepeated 
:166 M:258 W 
:2 18 M:258 W 
:2I8 M:3'10 W 
:221 M:258 V/ 
:34 0 Repeated 
:24 4 M:258 W 
:244 M:340 W 
:3rj4 M:258 W 
: 354 M: 340 W 
:3 56 M:258 W 
:34 0 Repeated 
: 3 58 H: 25 8 W 
: 3 59 M: 258 V7 
: 36 0 M: 258 VI 
:393 M:258 W 
: 39 3 M: 34 0 W 
:399 1-1:258 W 
:340 Repeated 
:44 2 M:258 W 
: 44 2 M: 34 0 W 
:4 45 M:258 W 
: 340 Repeated 
:44 6 M:258 W 
486 M:258 W 
4 8 6 M ; 3 4 0 W 
48 9 M;258 W 
34 0 Repeated 
682 M:258 W 
682 M:340 W 
68 3 M:258 W 
34 0 Repeated 
68 5 M: 258 W: 
686 M:258 W: 
68 7 M:258 W: 
688 M:258 W: 
71 2 M : 2 5 8 W : 
712 M;340 W; 
721 M:258 W: 
34 0 Repeated 



Current Application Number differs, Replaced Application Number 
Current Filing Date dj.ffers, Replaced Current Filing Date 
Mandatory Feature missing/ <223> not found for SEC IDif:5 
(46) "n" or "Xaa" used: Feature required, for SFO 10*^:5 
Mandatory Feature missing, <223> not found for SEQ ID# : 5 
in SeqNo=^5 

Mandatory Feature mi,ssi.ng, <223> not found for S\:0 iUif:5 
Mandatory Feature mis si tig, <2 2 3> not fourid for SEJO iD^f:7 
(46) "n" or "Xaa" used: Feature required, for SEQ 1D#:7 
Mandatory Feature missing, <223> not found for SEQ 10^:7 
in SeqNo=7 

Mandatory Feature mlssutg, <223> not found for SEQ 1D0:8 

(45) "ii" or "Xaa" used; Feature required, for SEQ iD*t:8 
Mandatory Feature missing, <2 2 3> not found for SEQ TD#:9 

(46) "n" or "Xaa" used: Feiature required, for SEQ IDif:9 
Mandatory Feature missing, <223> not found for SEQ IDiF:9 
in SeqWo=9 

Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing. 



<223> not found for SEQ IDtt: 

<223> not found for SEQ IDff : 

not found for SEQ ID#: 

not found for SEQ ID« : 



9 
9 
9 

10 



<223> 

Mandatory Feature missing, <223> 
(46) "n" or "Xaa" used: Feature required, for SEQ IDff:10 
Mandatory Feature missing, <223> not found for SEQ TDit:10 
in SeqNO-^10 

Mandatory Feature missing, <223> not found for SEQ iD<f:ll 
(46) "n" or "Xaa" used; Feature required, for SEQ IDtf : 11 
Mandatory Feature missing, <223> noL found tor SEQ IDS: 11 
in SeqNo^l 1 

Mandatory Feature missing, <223> not found for SEQ TDfi:ll 
Mandatory Feature missing, <223> not found for SEQ ID#:12 
(46) "n" or "Xaa" used: Featiure required, for SEQ ID»:12 
Mandatory Feature missing, <223> not found for SEQ TDJt ; 12 
in SeqNo^l2 

Mandatory Feature missing, <2 2 3> not found for SEQ ID#:15 
(46) "n" or "Xaa" used: Feature required, for SEQ IDtf:15 



Mandatory Feature missing, 
in SeqNo-15 

Manddtory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature miss lag, 
M a n d a t or y Feature missing, 



<223> not found for SEQ TDfj::l.S 



found for SEQ IDfi : 15 

found for SEQ ID# : 15 

found for SEQ TDf^ : 15 

<223> not found for SEQ 10if:15 

<223> not found for SEQ IDfi: 16 



<22 3> not 
<223> not: 
<223> 



not 



10 58 M 
10 58 M 
1060 M 



2 58 W 
34 0 W 
258 W 



(46) "n" or "Xaa" lised: Feature required, for SEQ IDff: 16 
Mandatory Feature missing, <2 2 3> not found for SEQ IDtt : 16 
in SeqNo=16 

Mandatory Feature missing, <22 3> not found for SEQ IDIf:23 
(46) "n" or "Xaa" used: Feature required, for SEQ IDfi: 23 
Mandatory Feature mi.ssing, <223> not found for SEQ IDjt:23 
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VERIFICATION SUMMARY 

PATKNT APPLICATION; US/09/699,6 5 2 



DAT 13 : 
TIME : 



.11/20/2000 
20:20: 56 



M: 34 0 
L: 1062 
L: 1075 
L: 1077 
L:1107 
L: 1107 
L; 1.1 10 
M: 34 0 
L:1122 
L:I175 
L:1175 
L:1208 
L: 1208 
L:1299 
L: 1299 
L: 13 00 
M: 340 



Repeated 
M : 2 5) a W 
M:258 W 
M:258 W 
H:258 W 
M : 3 4 0 W 
H:258 W 

Repeated 
t'!:258 W 
M;258 W 
M : 3 4 0 W 
M:258 W 
M:340 V7 
M:258 W 



34 0 W 
2") 8 W 



Repeated 



Input Set : 
Output Set: 

in SeqNo=2 3 
Hu rt d a t or y Feature 
M a ti d a tor y Fe a t u r e 
Mandatory Feature 
Mandatory Feature 
(46) "n" or "Xaa" 
M a a d a t o r y Feature 

j.n SeqWo-24 
Mandatory Feature 
Mandatory Feature 
(46) "n" or "Xaa" 
M a n d a t o .r y F e a t u .r e 
(46) "n" or "Xaa" 
Mandatory Feature 
(4 6) "n" or "Xaa" 
Ma a d a tor y Fe a t u .re 

in SeqNo-27 



A: \Pto . amc 

N:\CRF3\112 020 00\I69 9652 .raw 



missing, <223> not found for SEO TD?f : 23 
missing, <223> not found for SI::q TDIj:23 
missing, <223> not found for SEQ ID^f:23 
missing, <223> not found for SEQ IDrl : 24 
used: Feature required, for SKQ 10ff:24 
missing, <223> not found for SEQ IDff:24 

missing, <223> not found for SEQ ID#: 24 
missing, <223> not found for SEO ID!f:25 
used: Feature required, for SEQ lDf;:25 
missing, <223> [lot found for SEQ TDfi:26 
used: Feature required, for SEQ iDh:26 
missing, <2 23> not found for SEQ IDi* : 27 
used: Feature required, for SEQ ID#:27 
missing, <223> not found for SEQ IDf(:27 
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